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The Biotechnology Systems Branca 01 tne acienuuc auu 4 *y»». v -» « 
Center (STIC) detected errors when processing the following computer readable 



form: 



Aoolication Serial Number: 

CdJ¥ 



„ Source; 

Date Processed by STIC 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS, 
PLEASE FORWARD THIS INFORMATION TO THE APPLICAN 

1) INCLUDING A COPY OF THIS PRINTOUT IN Y< 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A C< 
NOTICE TO COMPLY 




VwrraA 



TOlTa^P^IBMlSSION QUKSTI^NS. PLEASE CONTACT MARK SPKNCER. 7.3-3.M2.2. 



FOR SEQUENCE RULES INTERPRETATION, PLE^ 
PA^I^l^^ 

ntrm „i^u r r a tin3helD@.uspto. g ov or phone ,703-3Q6V4U9 (R,>Vax^ 
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• . ^^^^^JL^^^^AM, ACCESSIBLE T^ 0 ^^ ^j^^^^^^^ . ; ; ;W 

;t^ 

V.'; : l;^IvC htt p!//wwwmspto.^ v ! J . */ "; 

; ^c ^V^ftpf//www.nsDto. g ov/^c/ef S /dow^ 

. : itiser Manual- cPAVE) :: c'i-y" :: - •••• .v ; ". -^v^iC 4 ^^^ V > v 

2 ^Patent a^ 

Sequence Infonnation, Crystal Mall One, A^top.VA^ . ; f . 

• > -US -Patentand^denwk Office, Box Sequence, CustoWw^ 

, r.SSSSS^ 1B03-Mailroom, Crystal Plaza Two, 201 l .South Clark Place, Arlmgton, VA 22202 



Raw Sequence Listing Error Summary 



ERROR DETECTED 

ATTN: NEW RULES CASES 

1 Wrapped Nucleics 

Wrapped Aminos 

• 2 Invalid Line Length 

3 Misaligned Amino 

Numbering 

4 N on- ASCII 

5 Variable Length 



Patenlln 2.0 
"bug" 



^Skipped Sequences 
(OLD RULES) 



8 Skipped Sequences' 

• (NEW RULES) 



9 Use ofVsorXaa's 

(NEW RULES) 



10 ° Invalid <213> 
Response 



11 



12 



Use of<220> 



Patenlln 2.0 
" "bug" 



13 Misuse of n; 



cii/v-jgcTgn POWRECTION SERIAL NUMBER: /^2/!2; 372. 

PLEASE DISREGARD ENGLISH "ALPHA" HEADERS. WHICH WERE INSERTED BY PTO SOFTWAF 

„ . „ . ,, 0 f e«ch line "wpp«<l"<I<>wn«o the next line. This may occur if your file 

prevent "wrapping." 

The rule, require that a line not exceed 72 character, in length, this includes white space,. 
The numberingunder each 5» amino acid i, misaligned. Do not use Ub code, between numbers; 
use space characters, instead. 

The submitted Ale was no. saved in ASCH(DOS) £. quired by the Sequence Rules. Please 
ensure your .ubscquent .ubmbslon b saved In ASCII text. ^ 

A"bug"inP.,en^^ ' 
sequencers) r^/.^Z« Please manually copy th. relevant <220>-<223> section to 

Artificial or Unknown sequences. 

mi .. in . if intentional, please insert the following lines for each skipped sequence: 

(2, wSSSW ID NO:X: (insert SEQ ID NO where "X « shown) 
ThU sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequence, 

Senuence(s) missing. If Intentional, please inset the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of and/or Xaa's have beer , d«e«ed iggfi^^y ,, 1M Xaa's are present, 
is Artificiat Sequence 

n cen only be used to repeweM e tingle tnttlwtUlf'iti » eeiecleie ncH eeefieiee*. N it ttot "ted to repteeent 
my value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08/21/2001 
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OIPE 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/10/017,372 

input Set : A:\61302.ST25.txt 
Output Set: N:\CRF3\01022002\J017372.raw 



DATE : 01/02/2002 „ ^ 

TIME: 11:25:32 IsS.-* 

Does Not Comply 
Corrected Diskette Needed 



mi 

10 

11 

13 
15 
17 
18 
19 
20 
22 
23 
26 
27 
28 
29 
31 
32 
35 
36 
37 
38 
40 
41 
44 
45 
46 
47 
49 
50 
53 
54 
55 
56 
58 
59 
62 
63 
64 
65 
67 
68 
71 



<110> APPLICANT: Wolfraim, Lawrence 

< 12 0> TITLE^Of' INVENTION: FUNCTIONALIZED TGF-BETA FUSION PROTEINS 
<130> FILE REFERENCE: 4239-61302 

<140> CURRENT APPLICATION NUMBER: US/10/017 , 372 
<141> CURRENT FILING DATE: 2001-10-19 

<150> PRIOR APPLICATION NUMBER: 60/242,292 
<151> PRIOR FILING DATE: 2000-10-20 
<160> NUMBER OF SEQ ID NOS : 39 
<170> SOFTWARE: Patentln version 3.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 28 
<212> TYPE: DNA 
<213> ORGANISM: 
<400> SEQUENCE 




lynthetic oligonucleotide 




ggagagatct ggtaccgaga tggcgcct 
<210> SEQ ID NO: 2 
<211> LENGTH: 42 
<212> TYPE: DNA 

<213> ORGANISM :/^ynthetic oligonucleotide 

<4 00> SEQUENCE:^ _ 

ataagaattg cggccgcttt aatcgatccc aagtgggctt gg 
<210> SEQ ID NO: 3 

<211> LENGTH: 48 

<212> TYPE: DNA 

<213> ORG ANI SM : (^syn^thetic oligonucleotide 

<400> SEQUENCE : 3 ~~ ■ 

gactacaagg atgacgacga caaggccctg gataccaact actgcttc 

<210> SEQ ID NO: 4 

<211> LENGTH: 4 5 

<212> 



<21Z> TYPE: DNA — - 

<213> ORGANISM: <synt hetic oligonucleotide 
<4 00> SEQUENCE: 4 ~ " " — - — — 
cttgtcgtcg tcatccttgt agtctcggcg gtgccgggag ctgtg 
<210> SEQ ID NO: 5 
<211> LENGTH: 4 5 
<212> TYPE: DNA ^ 

<213> ORGANISM: (Syn thetic oligonucleotid e, 
<4 00> SEQUENCE: 3 



28 



42 



48 



45 



_de^> 



gactacaagg atgacgacga caggagaaga actgctgcgt gcggc 
<210> SEQ ID NO: 6 
<211> LENGTH: 4 5 
<212> TYPE: DNA — 

<213> ORGANISM:^synthetj£ oligonucleotide. 
<400> SEQUENCE: 6 

cttgtcgtcg tcatccttgt agtctcggcg gtgccgggag ctgtg 
<210> SEQ ID NO: 7 



45 



45 



file://C:\Crf3\Outhold\VsrJ017372.htm 
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• % 

RAW SEQUENCE LISTING DATE : 01/02/2002 

PATENT APPLICATION: US/10/0 17 , 372 TIME: 11:25:32 

Input Set : A:\61302.ST25.txt 

Output Set: N:\CRF3\01022002\J017372.raw 

72 <211> LENGTH: 8 

73 <212> TYPE: PRT ^ 

74 <213> ORGANISM: Synthetic oliogpeptidg y 
76 <400> SEQUENCE: 7 

78 Asp Tyr Lys Asp Asp Asp Asp Lys 

79 1 5 

82 <210> SEQ ID NO: 8 

83 <211> LENGTH: 1197 

84 <212> TYPE: DNA^<-> X 

85 <213> ORGANISM<^fusion ) 

87 <220> FEATURE: 

88 <221> NAME/KEY: CDS 

89 <222> LOCATION: (1)..(1197) 

90 <22 3> OTHER INFORMATION: 

93 <220> FEATURE: 

94 <221> NAME/KEY: misc_f eature 

95 <2 2 2> LOCATION: (278). .(279) 

96 <22 3> OTHER INFORMATION: Maturation cleavage site 

99 <400> SEQUENCE: 8 Aft 

100 atg gcg cct teg ggg ctg egg etc ttg eeg etg etg ctg ccg ctg etg 48 

101 Met Ala Pro Ser Gly Leu Arg Leu Leu Pro Leu Leu Leu Pro Leu Leu 

102 1 5 10 

104 tgg ctg eta gtg ctg acg cct ggc egg ccg gee gee gga ctg tec ace 96 

105 Trp Leu Leu Val Leu Thr Pro Gly Arg Pro Ala Ala Gly Leu Ser Thr 

106 20 25 30 

108 tge aag ace ate gac atg gag ctg gtg aag egg aag cge ate gag gee 144 

109 Cvs Lys Thr lie Asp Met Glu Leu Val Lys Arg Lys Arg He Glu Ala 

110 35 40 45 

112 att cge ggc cag att ctg tec aag ctt egg ctt gee age ccc ccg age 192 

113 lie Arg Gly Gin lie Leu Ser Lys Leu Arg Leu Ala Ser Pro Pro Ser 

114 50 55 ^ 

116 cag ggg gac gtg ccg ccc ggc ccg ctg cct gag gca gta ctg get ctt 240 

117 Gin Gly Asp Val Pro Pro Gly Pro Leu Pro Glu Ala Val Leu Ala Leu 

118 65 70 75 nop 

120 tac aac agt ace cge gac egg gta gee ggg gaa agt gtc gaa ccg gag 288 

121 Tyr Asn Ser Thr Arg Asp Arg Val Ala Gly Glu Ser Val Glu Pro Glu 

122 85 90 

124 ccc gag cca gag gcg gac tac tac gee aag gag gtc ace cge gtg eta 336 
\l 5 Pro Glu Pro 111 Ala Asp Tyr Tyr Ala Lys Glu Val Thr Arg Val Leu 
126 100 105 HO 

128 atg gtg gaa age ggc aac caa ate tat gat aaa ttc aag ggc acc ccc 384 

129 Met Val Glu Ser Gly Asn Gin lie Tyr Asp Lys Phe Lys Gly Thr Pro 

130 H5 120 125 

132 cac age tta tat atg ctg ttc aac acg teg gag etc egg gaa gcg gtg 

133 His Ser Leu Tyr Met Leu Phe Asn Thr Ser Glu Leu Arg Glu Ala Val 

134 130 135 I 40 

136 ccg gaa cct gta ttg etc tct egg gca gag ctg cge ctg ctg agg etc 

137 Pro Glu Pro Val Leu Leu Ser Arg Ala Glu Leu Arg Leu Leu Arg Leu 

138 145 150 155 160 



Fage i oi / 



432 



480 
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Fage j oi / 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/017 , 372 



DATE: 01/02/2002 
TIME: 11:25:32 



input Set : A:\61302.ST25.txt 

Output Set: N:\CRF3\01022002\J017372.raw 



140 aag tta aaa gtg 

141 Lys Leu Lys Val 
142 

144 gat tec tgg cgc 
14 5 Asp Ser Trp Arg 
146 180 

148 ccg gag tgg ctg 

149 Pro Glu Trp Leu 

150 ' 195 

152 acc cgc aga gag 

153 Thr Arg Arg Glu 

154 210 

156 tct gac age aaa 

157 Ser Asp Ser Lys 

158 225 

160 tct ggc cgc egg 

161 Ser Gly Arg Arg 
162 

164 ttc ctg etc etc 

165 Phe Leu Leu Leu 

166 260 

168 age tec egg cac 

169 Ser Ser Arg His 

170 275 

172 gat acc aac tac 

173 Asp Thr Asn Tyr 

174 290 

176 cag etc tac att 

177 Gin Leu Tyr lie 

178 305 

180 gaa ccc aag ggc 

181 Glu Pro Lys Gly 
182 

184 ate tgg age eta 

185 lie Trp Ser Leu 

186 340 

188 cag cac aac ccg 

189 Gin His Asn Pro 

190 355 

192 ctg gag cca ctg 

193 Leu Glu Pro Leu 

194 370 

196 gag cag ctg tec 

197 Glu Gin Leu Ser 

198 385 

201 <210> SEQ ID NO 

202 <211> LENGTH: 3 

203 <212> TYPE: PRT 

204 <213> ORGANISM 



gag cag 
Glu Gin 
165 

tac etc 
Tyr Leu 

tec ttt 
Ser Phe 

get ata 
Ala He 

gat aac 
Asp Asn 
230 
ggt gac 
Gly Asp 
245 

atg gee 
Met Ala 



cac gtg 
His Val 

age aac 
Ser Asn 

gat gtc 
Asp Val 
200 
gag ggt 
Glu Gly 
215 

aca etc 
Thr Leu 

ctg gee 
Leu Ala 

acc ccg 
Thr Pro 



cgc cga 
Arg Arg 

tgc ttc 
Cys Phe 

gac ttc 
Asp Phe 
310 
tac cat 
Tyr His 
325 

gac act 
Asp Thr 

ggc gcg 
Gly Ala 

ccc ate 
Pro He 



gac 
Asp 

age 
Ser 
295 
egg 
Arg 



tac 
Tyr 
280 
tec 
Ser 



gag 
Glu 

egg 
Arg 
185 
acc 
Thr 

ttt 
Phe 

cac 
His 

acc 
Thr 

ctg 
Leu 
265 
aag 
Lys 

acg 
Thr 



eta tac cag 
Leu Tyr Gin 
170 

ctg ctg gee 
Leu Leu Ala 

gga gtt gtg 
Gly Val Val 

cgc etc agt 
Arg Leu Ser 
220 

gtg gaa att 
Val Glu He 

235 
att cac ggc 
He His Gly 
250 

gag agg gee 
Glu Arg Ala 

gat gac gac 
Asp Asp Asp 



aag 
Lys 




gee aat 
Ala Asn 

cag tac 
Gin Tyr 

teg gcg 
Ser Ala 
360 
gtg tac 
Val Tyr 
375 

ate gtg 
He Val 



gac 
Asp 

ttc 
Phe 

age 
Ser 
345 
gcg 
Ala 

tac 
Tyr 

cgt 
Arg 



gag aag aac 
Glu Lys Asn 
300 

ctg ggc tgg 
Leu Gly Trp 

315 
tgc ctg ggg 
Cys Leu Gly 
330 

aag gtc ctg 
Lys Val Leu 

ccg tgc tgc 
Pro Cys Cys 

gtg ggc cgc 
Val Gly Arg 
380 

tec tgc aag 
Ser Cys Lys 
395 



aaa tac 
Lys Tyr 

ccc agt 
Pro Ser 
190 
egg cag 
Arg Gin 
205 

gee cac 
Ala His 

aac ggg 
Asn Gly 

atg aac 
Met Asn 

cag cac 
Gin His 
270 
gac aag 
Asp Lys 
285 

tgc tgc 
Cys Cys 



age aat 
Ser Asn 
175 

gac tea 
Asp Ser 

tgg ctg 
Trp Leu 

tct tec 
Ser Ser 

ttc aat 
Phe Asn 
240 
egg ccc 
Arg Pro 
255 

ctg cac 
Leu His 

gee ctg 
Ala Leu 

gtg egg 
Val Arg 



aag tgg 
Lys Trp 

ccc tgt 
Pro Cys 

get ctg 
Ala Leu 
350 
gtg ccg 
Val Pro 
365 

aag ccc 
Lys Pro 



att 
He 

ccc 
Pro 
335 
tac 
Tyr 



cat 
His 
320 
tac 
Tyr 

aac 
Asn 



cag gcg 
Gin Ala 

aag gtg 
Lys Val 



tgc age tga 
Cys Ser 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1152 



1197 
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• % 

DATE: 01/02/2002 
RAW SEQUENCE LISTING TIME : 11:25:32 

PATENT APPLICATION: US/10/017,372 

Tnnnt S et • A:\61302.ST25.txt 

Output set: S:\CRF3\01022002\J017372.raw 

206 <220> FEATURE: 

207 <221> NAME/KEY: misc_f eature 

III 255> S I ScSJo» , , 2 Hai Ur atio„ cXe,v„e site 
555 Met^fpTser =1, Leu Leu U. Pro «. Leu » «• - «" 
£? Jrp Leu Leu V,! L Pro =1, « «o Ma *U «, Leu Ser T „r 
SJ c y s L*s Pur "e MP Met «. Leu VaX L*s „ »s « XX. CXu »Xa 
555 „ S, «. Xle Leu ser L y s Leu „ Leu JJ. « « « S " 
555 Sin =ty », VaX Pro Pro «, Pro W Pro SXU Ma Val Leu Ma J- 

230 65 70 . Ala Gly Glu Ser Val Glu Pro Glu 

233 Tyr Asn Ser Thr Arg Asp Arg Val Ala Giy g5 

234 , lcn Tvr Tvr A ia Lys Glu Val Thr Arg Val Leu 
237 Pro Glu Pro Glu Ala Asp Tyr Tyr Aia ^ 

HI „et val «. ser «, - OXs IXe Ty r „ L. y . - g. «» ~ ™ 

515 His ser Leu ryr Met Leu £ ». -r Ser SXu Leu »r g CXu Ma VaX 

515 Pro "xu Pro VaX Leu Leu ser « Ma CXu Leu *r, Leu Leu „ Leu 

515 £ Leu L y s Val Olu III His VaX CXu Leu Ty r <=X„ L y s Ty r Ser « 

254 i 65 to,, q P r Asn Arg Leu Leu Ala Pro Ser Asp Ser 

257 Asp Ser Trp Arg Tyr Leu Ser Asn Arg u ^ 

258 180 „. AoT , Val Thr Giy val Val Arg Gin Trp Leu 

261 Pro Glu Trp Leu Ser Phe Asp Val Thr Gly ^ 

262 195 , T i rn„ nv Phe Arg Leu Ser Ala His Ser Ser 

265 Thr Arg Arg Glu Ala He Glu Gly Phe Arg ^ 

266 210 21 y a i Glu He Asn Gly Phe Asn 

269 Ser Asp Ser Lys Asp Asn Thr Leu His val ^ 24Q 

270 225 230 Tle His Gly Met Asn Arg Pro 

273 Ser Gly Arg Arg Gly Asp Leu Ala Thr lie His y ^ 

274 t III Ala Thr Pro Leu Glu Arg Ala Gin His Leu His 

277 Phe Leu Leu Leu Met Ala Thr Fro ^ 270 

278 ar„ Arc Asp Tyr Lys Asp Asp Asp Asp Lys Ala Leu 

281 Ser Ser Arg His Arg Arg Asp lyr y e ^ 

282 275 „ dv,. e- r ser Thr Glu Lys Asn Cys Cys Val Arg 

285 Asp Thr Asn Tyr Cys Phe Ser Ser Ttir ^ 

286 290 29b Aeir ^ . rl Trp Lys Trp He His 

289 Gin Leu Tyr He Asp Phe Arg Lys Asp Leu Gly Tr P Ly ^ 

290 305 I 10 Txi, A«,n Phe Cys Leu Gly Pro Cys Pro Tyr 

293 Glu Pro Lys Gly Tyr His Ala Asn Phe cys u ^ 

294 325 r m -rvr ser Lvs Val Leu Ala Leu Tyr Asn 
297 lie Trp Ser Leu Asp Thr Gin Tyr Ser Lys ^ 



298 340 
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• * 

DATE: 01/02/2002 
RAW SEQUENCE LISTING TIME: 11:25:32 

PATENT APPLICATION: US/10/017,372 11ME. 

Input Set : A:\61302.ST25.txt 

Output Set: N:\CRF3\01022002\J017372.raw 

301 Gin His Asn Pro Gly Ala Ser Ala Ala Pro Cys Cys Val Pro Gin Ala 



302 355 „ no Tvr Tvr Val Gly Arg Lys Pro Lys Val 

305 Leu Glu Pro Leu Pro He Val Tyr Tyr vai y ^ 

306 370 w 4- ti« \7**\ Ara Ser Cys Lys Cys Ser 

309 Glu Gin Leu Ser Asn Met lie Val Arg Ser uy^ 

310 385 390 

313 <210> SEQ ID NO: 10 

314 <211> LENGTH: 362 

315 <212> TYPE: DNA 

316 <213> ORGANISM: (fusion 



318 <400> SEQUENCE: TO ff . tarraact actgcttcag ctccacggag 

319 gactacaagg atgacgacga caaggccctg ^taccaact actg * ctggaagtgg 
321 aagaactgct gcgtgcggca ^tctacatt JJ^^JJ gccctgtccc tacatctgga 

s sss= =s =s=£ 5£ b=s =ks 
& esse snsss s« ess* ^ t ==„c wt9 ca,« 

331 ga 

334 <210> SEQ ID NO: 11 

335 <211> LENGTH: 120 



336 <212> TYPE: PKT 

337 <213> ORGANISM :^sionprotein - 

339 <220> FEATURE: 

340 <221> NAME/KEY: PEPTIDE 

341 <222> LOCATION: (1)..(8) 

342 <223> OTHER INFORMATION: FLAG tag 

345 <400> SEQUENCE: 11 Tyr Cys Phe 

347 Asp Tyr Lys Asp Asp Asp Asp Lys Ala Leu Asp Tnr ^ 



351 ser Ser Tur Glu Lys ssn cys Cys Vsl X, 01. Leu Tyr lie MP Phe 
III »r 5 Lys UP -u Sly Trp Lys Trp He His Glu Pro Jys Gly Tyr 



55 60 

III Gl„ Tyr ser Lys v.l Leu sis Leu Tyr ss„ «■ His sss Pro oly .Is 
36, ser sis Al. Pro cys cys vsl Pro cm ,1s Leu Glu Pro Teu Pro He 



III u. ssu Phe cys Leu Gly Pro cys Pro Tyr He Trp Ser Leu Asp Thr 

Asr 
Ale 

ft c: 90 

368 o:> _ T ,_ „ a1 r -, n Gln L eu Ser Asn Met 



60 
120 
180 
240 
300 
360 
362 



371 Val Tyr Tyr Val Gly Arg Lys Pro Lys Val Glu Gin Leu Ser 

372 100 

375 lie Val Arg Ser Cys Lys Cys Ser 

376 115 120 r 

379 <210> SEQ ID NO: 12 

380 <211> LENGTH: 1197 . j 

381 <212> TYPE: DNA^^ *S a A -/J^ JAA^ ^ V 

382 <213> ORGANISM Q us ion^ {/ JjU^- Of A ^ JLe/J ' 

384 <220> FEATURE: \ ^ . 

385 <221> NAME/KEY: CDS /]A^ JU j/ U ~^ A*ff^^^ J 
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VERIFICATION SUMMARY DATE: 01/02/2002 

PATENT APPLICATION: US/10/017,372 TIME: 11.25.33 

* 

Input Set : A:\61302.ST25.txt 

Output Set: N:\CRF3\01022002\J017372.raw 

L-10 M-270 C: Current Application Number differs, Replaced Current Application No 
tlO M:271 ci Current Piling Date differs, Replaced Current Fxlrng Date 
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